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O6mecTBO ¢ OrpaHHYEHHOH OTBETCTBEHHOCTHIO
Hayuno — npounssoacTeennas gpupma “Mccienopareascxuii nenrp”
Poccnst, 630559, HoBocuGupckas 06.1acTh, HoBocudupcknii paiion,

N7

p-n. Koasnoso, npomsona, xopmyc 200, oduc 426
Ilourosslii anpec: 630559, Hosocubupcexkas obaacrs, p.in. Koasnoso, a/s 247

Tenedon / paxe: (383) 336-71-32, 336-52-65, 325-30-73 — oTaen npona,
(383) 336-52-72 — Gyxraarepus, (383) 325-30-07 - UJI

KadecTBennoe ynocroBepenne Ha jleKapCcTBeHHbBII penapaT
ISl BeTePHHAPHOr 0 npuMeHennas Berom 3
Ne 724 or 01 mxonsn 2020 r.

MHH: Vetom 3.

L T S

Macca HeTTo 0,5 Kr.
6. Homep cepun: 050520,

Homep PY: 35-3-5.12-0600NeIIBP1-2-1.9/00059.
Buinyck mo TY: 21.20.23.190-037-23609643.
®opma BbINYCKA: MOPOLIOK, GaHKa U3 MOTHMEPHEIX MATEPHAJIOB ¢ KPBILIKOH H3 MONMMEPHBIX MaTepHanios,

7. O6bem cepuu, NpeaLsiBJIsieMoil Ha HenbITaHus: 1258 mT.

8. Mecto oT6opa: LI1dD.
9. [Marta ordopa: 19.05.2020.

10. MaTa nocrynuenns B MUIBTK: 19.05.2020.
11. KonmyecTBo nocTynuBLIKNX 06pa3uos: 6 o6pasios no 0,5 kr.
12. Kem oTo6pana npo6a: nabopaunr O.B. Turosa.

13. M3Bewenne ot: 19.05.2020.

TOpFOBOC HaMMCHOBAHHE JIEKAPCTBEHHOT0 Npenapara JIJid BETCPHHAPHOI0 NPUMEHEHHS . Betom 3.

Ne HaumMeHoBaHMe noka3zaTers Hopwma mo HTJ] Pe3ynbTar ucnblTaHUI
/n
L. BHewmHuit Bua, UBeT, 3anax U OnHOpoAHBIH, CHIMTY4Hi NOpPOLIOK 6eJIoro CooTBeTCTBYET
BKYC upera, 0e3 3anaxa, cliajIkoro BKyca
2. PacTBOpuMOCTS PactBopuM B Boze B TeueHue 10 MUHYT. CootBeTcTBYET
Jonyckaetca Hanuuue GeNloro ocamxa.
3; pH (7,040,5) 6.8
4. IToteps B Macce npu
BhICYIIHBAHHH, %, HE GoJee 6.0 CoOTBETCTBYET
3, AHTaroHMCTHYECKas aKTHBHOCTh
K TecT-KyJbTypam (30Ha
YTHETEHHA pocTa, MM, HE MeHee)
Shigella sonnei - 32; 5,0 5
Salmonella typhimurium - 2606; | 5,0 5
Staphylococcus aureus - 209, 8,0 8
Candida albicans - 620 6,0 10
6. CymMapHOe KOIHUECTBO CTIOp
Bacillus amyloliquefaciens
wrraMM BKIIM B-10642 B 11 He menee 1x10° 2,5%108
npenapata, KOE/r
T [TonmuHHOCTE JloMKHBI IPUCYTCTBOBATh OaKTEpHH CoO0TBETCTBYET
Bacillus amyloliquefaciens mrramm BKITM
B-10642
8. MuxkpoGuonornueckas 4MCTOTa,
HaJIHYHE!:
Enterobacteriaceae; He nonmyckaetcs CooTBeTCTBYET
Pseudomonas aeruginosa; He nomyckaetcs CoO0TBETCTBYET
Staphylococcus aureus; He nonyckaercs CooTBETCTBYET
NMOCTOPOHHHUX
MHKPOOPraHU3MOB, B T.4. H
rpnboB, He Donee ThIC/T 300,0 CoOTBETCTBYET

JlexapcTBeHHBIH Tpenapar A1 BeTepUHapHOTO npuMeHeHus Betom 3, cepust 050520, B noTpebuTenbeKoii ynakoBke
Ganka 0,5 Kr W3 MOJIMMEPHBIX MaTEpPHAJIOB, coOTBETCTBYET TpeboBanmwam TY 21.20.23.190-037-23609643 u moxer
ObITh BBIMYILEH B rpaxJaHCKH 000pOT B CONMPOBOKICHHHN 3aKIIOUEHHA YHOJHOMOYEHHOTO JIHLLA.
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3as. UJIBTK (/ Wt~ A.A. Jlensk

Tupexrop A.U. Jlensax



